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3 <110> APPLICANT: Martin, Gregory B. 

4 Abramovitch, Robert B. 

5 Lin, Nai-Chun 

6 Kim, Young -Jin 

8 <120> TITLE OF INVENTION: BACTERIAL EFFECTOR PROTEINS WHICH INHIBIT PROGRAMMED 

9 CELL DEATH 

11 <130> FILE REFERENCE: 3213/104 

13 <140> CURRENT APPLICATION NUMBER: 10/524,750 
C--> 14 <141> CURRENT FILING DATE: 2005-02-15 

16 <150> PRIOR APPLICATION NUMBER: 60/404,33 9 

17 <151> PRIOR FILING DATE: 2002-08-16 

19 <150> PRIOR APPLICATION NUMBER: 60/425,842 

20 <151> PRIOR FILING DATE: 2002-11-12 

22 <150> PRIOR APPLICATION NUMBER: PCT/US03/25247 

23 <151> PRIOR FILING DATE: 2003-08-16 
25 <160> NUMBER OF SEQ ID NOS : 54 
27 <170> SOFTWARE: Patentln Ver. 2.1 

29 <210> SEQ ID NO: 1 . 

30 <211> LENGTH: 1662 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Pseudomonas syringae 

34 <400> SEQUENCE: 1 

35 atggcgggta tcaatagagc gggaccatcg ggcgcttatt ttgttggcca cacagacccc 60 

36 gagccagtat cggggcaagc acacggatcc ggcagcggcg ccagctcctc gaacagtccg 12 0 

37 caggttcagc cgcgaccctc gaatactccc ccgtcgaacg cgcccgcacc gccgccaacc 180 

38 ggacgtgaga ggctttcacg atccacggcg ctgtcgcgcc aaaccaggga gtggctggag 240 
3 9 cagggtatgc ctacagcgga ggatgccagc gtgcgtcgta ggccacaggt gactgccgat 3 00 

40 gccgcaacgc cgcgtgcaga ggcaagacgc acgccggagg caactgccga tgccagcgca 360 

41 ccgcgtagag gggcggttgc acacgccaac agtatcgttc agcaattggt cagtgagggc 420 

42 gctgatattt cgcatactcg taacatgctc cgcaatgcaa tgaatggcga cgcagtcgct 480 

43 ttttctcgag tagaacagaa catatttcgc cagcatttcc cgaacatgcc catgcatgga 540 

44 atcagccgag attcggaact cgctatcgag ctccgtgggg cgcttcgtcg agcggttcac 600 

45 caacaggcgg cgtcagcgcc agtgaggtcg cccacgccaa caccggccag ccctgcggca 660 

46 tcatcatcgg gcagcagtca gcgttcttta tttggacggt ttgcccgttt gatggcgcca 720 

47 aaccagggac ggtcgtcgaa cactgccgcc tctcagacgc cggtcgacag gagcccgcca 780 

48 cgcgtcaacc aaagacccat acgcgtcgac agggctgcga tgcgtaatcg tggcaatgac 840 

49 gaggcggacg ccgcgctgcg ggggttagta caacaggggg tcaatttaga gcacctgcgc 900 

50 acggcccttg aaagacatgt aatgcagcgc ctccctatcc ccctcgatat aggcagcgcg 960 

51 ttgcagaatg tgggaattaa cccaagtatc gacttggggg aaagccttgt gcaacatccc 1020 

52 ctgctgaatt tgaatgtagc gttgaatcgc atgctggggc tgcgtcccag cgctgaaaga 1080 

53 gcgcctcgtc cagccgtccc cgtggctccc gcgaccgcct ccaggcgacc ggatggtacg 1140 

54 cgtgcaacac gattgcgggt gatgccggag cgggaggatt acgaaaataa tgtggcttat 12 00 

55 ggagtgcgct tgcttaacct gaacccgggg gtgggggtaa ggcaggctgt tgcggccttt 1260 
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56 gtaaccgacc gggctgagcg gccagcagtg gtggctaata tccgggcagc cctggaccct 1320 

57 atcgcgtcac aattcagtca gctgcgcaca atttcgaagg ccgatgctga atctgaagag 1380 

58 ctgggtttta, aggatgcggc agatcatcac acggatgacg tgacgcactg tctttttggc 1440 

59 ggagaattgt cgctgagtaa tccggatcag caggtgatcg gtttggcggg taatccgacg 1500 

60 gacacgtcgc agccttacag ccaagaggga aataaggacc tggcgttcat ggatatgaaa 1560 

61 aaacttgccc aattcctcgc aggcaagcct gagcatccga tgaccagaga aacgcttaac 162 0 

62 gccgaaaata tcgccaagta tgcttttaga atagtcccct ga 1662 

65 <210> SEQ ID NO: 2 

66 <211> LENGTH: 553 

67 <212> TYPE: PRT 

68 <213> ORGANISM: Pseudomonas syringae 
70 <400> SEQUENCE: 2 
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177 <210> SEQ ID NO: 3 

178 <211> LENGTH: 1740 

179 <212> TYPE: . DNA 

180 <213> ORGANISM: Pseudomonas syringae 

182 <400> SEQUENCE: 3 

183 atggcgggta tcaatggagc gggaccatcg ggcgcttatt ttgttggcca 

184 gagccagcat cggggggcgc acacggatcc agcagtggcg cgagatcctc 

185 cgcttgccgg cgcctccgga tgcacccgcg tcgcaggcgc gagatcgacg 

186 ttgcgagcca ggccgctgtc gcgccaaacc agggagtggg tggcgcaggg 

187 acggcggagg ctggagtgcc catcaggccg caggagtctg ccgaggctgc 

188 gcacgtgcag aggaaagaca cacgccggag gctgatgcag cagcgtcgca 
18 9 gagggaggac gcacaccgca ggcgcttgcc ggtacctccc cacgccacac 

190 ccacacgcca atagaattgt tcaacaattg gttgacgcgg gcgctgatct 

191 aacaccatga ttgacaatgc catgcgtcgc cacgcgatag ctcttccttc 

192 cagagtattt tgatcgagca tttccctcac ctgctagcgg gtgaactcat 

193 gagctcgcta ccgcgttccg tgcggctctc cgtcgggagg ttcgccaaca 



cacagacccc 60 
gaacagtccg 120 
cgaaatgctt 180 
tatgccgcca 240 
agcgccgcag 300 
tgtacgcaca 360 
aggtgcggtg 420 
tgccggtatt 480 
tcgaacagta 540 
tagtggctca 600 
ggaggcgtca 660 
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194 gcccccccaa gaacagcagc gcggtcctcc gtaaggacgc cggagcggtc gacggtgccg 72 0 

195 cccacttcta cggaatcatc atcgggcagc aaccagcgta cgttattagg gcggttcgcc 780 

196 gggttgatga cgcctaatca gagacgtccg tcgagcgctt cgaacgcgtc tgcctctcaa 840 

197 aggcctgtag acagaagccc gccacgcgta aaccaggtac ccacaggcgc taacagggtt 900 

198 gtgatgcgta atcatggtaa taacgaggcc gacgccgcgc tgcaaggatt ggctcagcag 960 

199 ggggttgata tggaggacct gcgcgccgcg cttgaaagac atatattgca tcgccgcccg 1020 

200 atccccatgg atatagcgta cgccttgcag ggtgtgggca ttgcgccaag tatcgatacg 1080 
2 01 ggagagagcc ttatggaaaa cccgctgatg aatttgagtg ttgcgctgca ccgcgcacta 1140 
2 02 gggcctcgtc ccgctcgtgc tcaagcgcct cgtccagccg ttccggtggc tcccgcgacc 12 00 

203 gtctccaggc gaccagatag cgcgcgtgcc acaagattgc aggtaatacc ggcgcgggag 1260 

204 gattacgaaa ataatgtggc ctacggagtg cgcttgctga gcctgaatcc gggcgcgggg 1320 

205 gtcagggaga ctgttgcggc ctttgtaaac aaccgttacg agcggcaggc ggttgttgcc 1380 

206 gacatacgcg cagccctaaa tttatctaaa caattcaata agttgcgtac ggtctctaag 1440 

207 gccgatgctg cctccaataa accgggcttc aaggatgcgg cggaccaccc agacgacgcg 1500 

208 acgcaatgcc tttttggtga agaattgtcg ctgaccagtt cggatcagca ggtgatcggc 1560 

209 ctggcaggta aggcaacgga catgtcggag tcttacagcc gagaggcaaa taaggacctg 162 0 

210 gtgttcatgg atatgaaaaa acttgcccaa ttcctcgcag gcaagcctga gcatccgatg 1680 

211 accagagaaa cgcttaacgc cgaaaatatc gccaagtatg cttttagaat agtcccctga 1740 

214 <210> SEQ ID NO: 4 

215 <211> LENGTH: 579 

216 <212> TYPE: PRT 

217 <213> ORGANISM: Pseudomonas syringae 
219 <400> SEQUENCE: 4 
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He 


Gly 


Leu 


Ala 


Gly 


Lys 


Ala 


Thr 


Asp 


Met 


317 






515 










520 










525 








319 


Ser 


Glu 


Ser 


Tyr 


Ser 


Arg 


Glu 


Ala 


Asn 


Lys 


Asp 


Leu 


Val 


Phe 


Met 


Asp 


320 




530 










535 










540 










322 


Met 


Lys 


Lys 


Leu 


Ala 


Gin 


Phe 


Leu 


Ala 


Gly 


Lys 


Pro 


Glu 


His 


Pro 


Met 


323 


545 










550 










555 










560 


325 


Thr 


Arg 


Glu 


Thr 


Leu 


Asn 


Ala 


Glu 


Asn 


He 


Ala 


Lys 


Tyr 


Ala 


Phe 


Arg 


326 










565 










570 










575 




328 


He 


Val 


Pro 




























332 


<210> SEQ ID NO: 


: 5 
























333 


<211> LENGTH: 1740 

























file://C:\CRF4\Outhold\VsrJ524750.htm 



Page 6 of 8 



RAW SEQUENCE LISTING ERROR SUMMARY DATE: 08/22/2005 

PATENT APPLICATION: US/10/524,750 TIME: 17:10:27 

Input Set : A:\1041.app 

Output Set: N:\CRF4\08222005\J524750.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 



N Pos. 1100 
Xaa Pos. 367 

Xaa Pos. 1,2,3,4,5,6,23,24,25,26,27,28,29,30,31,41,42,43,44,45,46 

Xaa Pos. 47,48,49,50,51,52,53,54,55,56,57,58,59,60,61,62,63,64,65 

Xaa Pos. 66,67,68,69,70,79,80,81,82,83,84,85,86,87,88,89,90,91,92 

Xaa Pos. 93,94,95,96,97,98,99,100,101,102,103,104,105,106,107,108 

Xaa Pos. 109,110,111,112, 113,114,115,116,117, 118,119,120,121, 122 

Xaa Pos. 123,124,125,126, 127, 128,12 9,130,131, 138,13 9,140, 141, 142 

Xaa Pos. 143,144,145,146, 147,148,149,150,151, 152,153,154, 155, 156 

Xaa Pos. 157,158,159,160, 161,162,163,164,165, 166,167,168, 169, 170 

Xaa Pos. 171,172,173,174,175,176,177,178,179,180,181,182,183,184 

Xaa Pos. 185,186,187,188, 189,190,191,192,193,194,195,196,197,198 

Xaa Pos. 199,2 00,2 01,2 02,203,204,2 05,206,207, 208,209,210,211,212 

Xaa Pos. 213,214,215,216,217,218,219,220,226,227,228,229,230,231 

Xaa Pos. 232,233,234,235,236,237,23 8,23 9,240,241,242,243,244,245 

Xaa Pos. 246,247,248,249,250,251,252,253,265,266,267,268,26 9,270 

Xaa Pos. 2 71,2 72,2 73,274,2 75,276,277,278,2 79,280,281,282,2 83,2 84 

Xaa Pos. 285,286,287,288,289,290,291,292,293,294,295,296,297,298 

Xaa Pos. 2 99,3 00,301,302, 303,304,305,306,3 07,308,309,310, 311,312 

Xaa Pos. 313, 314,315,316,317,318,319,320,321,322,323,324, 325,326 

Xaa Pos. 32 7,32 8,32 9,330,331,332,333,334,335,336,337,338, 33 9,340 

Xaa Pos. 341, 342,343,344, 345,346,347,348,349,350,351, 352, 353,354 

Xaa Pos. 355,356,357,358,359,360,373,379,380,3 86,387,388,389,3 90 

Xaa Pos. 406,407,408,409,410,411,412,413,414,415,416,422,423,424 

Xaa Pos. 425,426,42 7,428,429,43 0,431,432,433,43 9,440,441,442,443 

Xaa Pos. 444,445,446,447,448,449,450,451,457,458,459,460,461,462 

Xaa Pos. 463,464,465,466,467,468,469,470,471,472,473,474,475,476 

Xaa Pos. 477,478,479,480,481,482,483,484,485,486,487,488,489,498 

Xaa Pos. 499,500,501,502,503,504,505,506,507,508,509,510,511,512 

Xaa Pos. 513,514,515 

N Pos. 7,8,9,10,11,12,13,14,15,16,17,18,19,20,21,22 

Xaa Pos. 2,3,4,5,6,7,8,9,10,11,12,19 

Xaa Pos. 2,3,5,6,8,9,11,13,14,15 

Xaa Pos. 2,4 

Xaa Pos . 4,5,6,7,8 

Xaa Pos. 2,4,5,7,8,10,11,13,15,16,17 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/524 , 750 



DATE: 08/22/2005 
TIME: 17:10:27 



Input Set : A:\1041.app 

Output Set: N:\CRF4\08222005\J524750.raw 



L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:361 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 5 after pos.:1080 
L:451 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:6 after pos.:352 
L:884 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:24 after pos . : 0 
M:341 Repeated in SeqNo=24 

L:1253 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:46 after pos . : 0 
L:1334 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:48 after pos . : 0 
M:341 Repeated in SeqNo=48 

L:1376 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:49 after pos . : 0 
L:1400 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:50 after pos . : 0 
L:1419 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:51 after pos . : 0 
L:1609 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 54 after pos . : 0 
M:341 Repeated in SeqNo=54 
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